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BIOGRAPHICAL /| PERSONAL INFORMATION

3118 Public Health Phone: 412-624-6928
Department of Human Genetics Fax: 412-624-3020
School of Public Health rminster@pitt.edu
University of Pittsburgh he\him
Pittsburgh, Pennsylvania 15261 Citizenship: USA

EDUCATION ¢ TRAINING

Undergraduate

1994-1998 School of Arts ¢ Sciences B.S. 1998 Molecular Biology
University of Pittsburgh
Pittsburgh, Pennsylvania

Graduate

2001-2003 School of Information Sciences M.S.I.S. 2003 Information Science
University of Pittsburgh
Pittsburgh, Pennsylvania

2006-2011 Graduate School of Public Health Ph.D. 2011 Human Genetics
University of Pittsburgh Mentor: Candace M. Kammerer, Ph.D.
Pittsburgh, Pennsylvania

APPOINTMENTS & POSITIONS

Academic
Dates Title Department & School Institution
1998-2001 Research Specialist Department of Human Genetics University of Pittsburgh

Graduate School of Public Health Pittsburgh, Pennsylvania
PI: M. Ilyas Kamboh, Ph.D.

2001-2003 Research Specialist Department of Orthopaedic Surgery University of Pittsburgh
School of Medicine Pittsburgh, Pennsylvania
PI: Constance R. Chu, M.D.

2003-2004 Research Specialist Department of Human Genetics University of Pittsburgh
Graduate School of Public Health Pittsburgh, Pennsylvania
PI: M. Ilyas Kamboh, Ph.D.



Dates Title

2004-2010 Research Specialist &
Lab Manager
2010-2012 Research Specialist

2012-2013 Visiting Assistant
Professor
2013- Assistant Professor

CERTIFICATION & LICENSURE

Department & School

Department of Human Genetics
Graduate School of Public Health
PI: M. Ilyas Kamboh, Ph.D.

Department of Human Genetics

Graduate School of Public Health

PIs: Daniel E. Weeks, Ph.D.
Anne B. Newman, M.D.

Department of Human Genetics
Graduate School of Public Health

Department of Human Genetics
School of Public Health

Institution

University of Pittsburgh
Pittsburgh, Pennsylvania

University of Pittsburgh
Pittsburgh, Pennsylvania

University of Pittsburgh
Pittsburgh, Pennsylvania

University of Pittsburgh
Pittsburgh, Pennsylvania

Specialty Certification
2011 Certified Mediator

- 12 hours additional training in facilitation

Office of Dispute Resolution

- 8 hours additional training in church mediation

2012  Excellence in Teaching

2016 Associate Certification in STEM Teaching

Nebraska Supreme Court

Graduate School of Public Health
University of Pittsburgh

Center for the Integration of Research,

Teaching ¢ Learning
University of Pittsburgh

MEMBERSHIP IN PROFESSIONAL ¢ SCIENTIFIC SOCIETIES

2005-

2007  Genetics Society of America

American Society of Human Genetics

2007  American Association for the Advancement of Science

2014-

2015  Gerontological Society of America

2017-

International Society of Computational Biology

National Organization of Gay and Lesbian Scientists and Technical Professionals



HONORS

1994
1995
1995

University of Pittsburgh Chancellor’s Scholar
Dr Frank R. Caputo Endowed Scholar
TBZ National Honorary Sorority, I'QQ Chapter

University of Pittsburgh

1998 KKVY National Honorary Fraternity, AQ Chapter

University of Pittsburgh

1998 B.S. cum laude
University of Pittsburgh

2012 Best Dissertation of the Year in the Department of Human Genetics

AQ Honorary Society in Public Health, O Chapter

Graduate School of Public Health, University of Pittsburgh

PROFESSIONAL ACTIVITIES — TEACHING

Courses Taught
Years Course Number Lecture Hours; Credits
Taught Title Average Enrollment
Fall 2011 PUBHLT 2015 2h/wk; 2 cr
Public Health Biology 70 students
Summer 2012 PUBHLT 2015 2 h/wk; 2 cr
(12-wk session)  Public Health Biology 18 students
Fall 2012 PUBHLT 2015 2h/wk; 2 cr
Public Health Biology 93 students
Summer 2013 PUBHLT 2015 2 h/wk; 2 cr
(12-wk session) ~ Public Health Biology 21 students
Fall 2013 PUBHLT 2015 2 h/wk; 2 cr
Public Health Biology 57 students
Summer 2014 PUBHLT 2015 2 h/wk; 2 cr
(12-wk session)  Public Health Biology 24 students
Fall 2014 PUBHLT 2015 2 h/wk; 2 cr
Public Health Biology 70 students
Fall 2014 HUGEN 2070 3 h/wk; 3 cr

Bioinformatics for Human Genetics

19 students

Role in

Course

Co-Director

Co-Director

Co-Director

Co-Director

Co-Director

Co-Director

Co-Director

Co-Director



Years
Taught

Spring 2015

Summer 2015
(12-wk session)

Fall 2015

Spring 2016

Summer 2016
(6-wk session)

Summer 2016
(12-wk session)

Fall 2016

Fall 2016

Fall 2016

Summer 2017
(6-wk session)

Summer 2017
(12-wk session)

Fall 2017

Fall 2017

Spring 2018

Summer 2018
(12-wk session)

Fall 2018

Course Number
Title

HUGEN 2022
Human Population Genetics

PUBHLT 2015
Public Health Biology

PUBHLT 2015
Public Health Biology

HUGEN 2080
Statistical Genetics

PUBHLT 2016
Capstone Course:
Problem Solving in Public Health

PUBHLT 2015
Public Health Biology

PUBHLT 2015
Public Health Biology

HUGEN 2070
Bioinformatics for Human Genetics

HUGEN 2010
Bioinformatics Resources for Geneticists

PUBHLT 2016
Capstone Course:
Problem Solving in Public Health

PUBHLT 2015
Public Health Biology

PUBHLT 2015
Public Health Biology

HUGEN 2010
Bioinformatics Resources for Geneticists

HUGEN 2080
Statistical Genetics

PUBHLT 2015
Public Health Biology

HUGEN 2070
Bioinformatics for Human Genetics

Lecture Hours; Credits
Average Enrollment

2 h/wk; 2 cr
30 students

2 h/wk; 2 cr
25 students

2 h/wk; 2 cr
57 students

3 h/wk; 3 cr
4 students

4 h/wk; 2 cr
10 students

2 h/wk; 2 cr
18 students

2 h/wk; 2 cr
57 students

3 h/wk; 3 cr
19 students

2h/wk; 1 cr
20 students

4 h/wk; 2 cr
12 students

2 h/wk; 2 cr
19 students

2 h/wk; 2 cr
57 students

2h/wk; 1 cr
30 students

3 h/wk; 3 cr
11 students

2 h/wk; 2 cr
20 students

3 h/wk; 3 cr
17 students

Role in

Course

Co-Director

Co-Director

Co-Director

Co-Director

Co-Director

Co-Director

Co-Director

Co-Director

Director

Co-Director

Co-Director

Co-Director

Director

Co-Director

Co-Director

Co-Director



Years
Taught

Fall 2019
Fall 2019
Spring 2020
Fall 2020
Fall 2020
Spring 2021
Spring 2021
Fall 2021
Spring 2022
Spring 2022

Spring 2022

Course Number
Title

Lecture Hours; Credits
Average Enrollment

HUGEN 2010
Bioinformatics Resources for Geneticists

HUGEN 2070
Bioinformatics for Human Genetics

HUGEN 2026
Genomic Data Pipelines ¢ Tools

HUGEN 2010
Bioinformatics Resources for Geneticists

HUGEN 2071
Genomic Data Processing & Structures

HUGEN 2072
Genomic Data Pipelines & Tools

HUGEN 2073
Genomic Data Visualization & Integration

HUGEN 2074
Genome Bioinformatics Capstone

HUGEN 2072
Genomic Data Pipelines ¢ Tools

HUGEN 2073
Genomic Data Visualization ¢ Integration

HUGEN 2075
Genome Bioinformatics Writing ¢ Thesis

2h/wk; 1 cr
27 students

3 h/wk; 3 cr
10 students

3 h/wk; 3 cr
5 students

2h/wk; 1 cr
55 students

3 h/wk; 3 cr
20 students

3 h/wk; 3 cr
12 students

3 h/wk; 3 cr
9 students

6 h/wk; 6 cr
3 students

3 h/wk; 3 cr
12 students

3 h/wk; 3 cr
9 students

2 h/wk; 2 cr
3 students

Other Teaching — Lectures, Tutorials ¢ Continuing Education Courses

Dates
1997-1998

1997-1998

2010

Type of Teaching Title

Monthly 2-hour beginner courses
Health Sciences Library System

Monthly 2-hour beginner courses Adobe Photoshop
Health Sciences Library System
Two Lectures Genetic Epidemiology

Human Population Genetics
(HUGEN 2022)

Microsoft PowerPoint

Role in

Course

Director

Co-Director

Co-Director

Director

Co-Director

Director

Director

Director

Co-Director

Co-Director

Director



Dates
2014

2015

2016

2016

2017

2017

2017

2017

2018

Type of Teaching

Lecture
Biology ¢ Physiology of Aging
(EPIDEM 2980)

Lecture

Diet ¢ Exercise in
Chronic Disease Management
(HRS 2627)

Lecture
Biology ¢ Physiology of Aging
(EPIDEM 2980)

Lecture

Diet ¢ Exercise in
Chronic Disease Management
(HRS 2627)

Two Lectures

Human Genetics Journal Club &
Peer Review
(HUGEN 2028)

Lecture

Faculty of Medicine

‘O le Iunivesité Aoao o Samoa
National University of Samoa
Apia, Samoa

One Lecture for Two Sections
Capstone Course: Problem Solving
in Public Health
(PUBHLT 2016)

Lecture

Diet ¢ Exercise in
Chronic Disease Management
(HRS 2627)

One Lecture for Five Sections
Capstone Course: Problem Solving
in Public Health
(PUBHLT 2016)

Title

Genetics of Longevity

Genetics ¢ Chronic Disease

Genetics of Longevity

Genetics ¢ Chronic Disease

Review of Minster et al. Nat. Genet. 2016

A Thrifty Variant in CREBRF
Strongly Influences BMI in Samoans

Conflict Resolution ¢ Difficult Conversations

Genetics ¢ Chronic Disease

Conflict Resolution ¢ Difficult Conversations



Dates

2018

2018

2018

2019

2019

2019

2020

2020

2021

2021

2021

Type of Teaching

Lecture

Faculty of Medicine

‘O le Iunivesité Aoao o Samoa
National University of Samoa
Apia, Samoa

Lecture
Introduction to Public Health Genetics
(HUGEN 2049)

Lecture

Diet ¢ Exercise in
Chronic Disease Management
(HRS 2627)

Lecture
Public Health Agency Management
(HPM 2081)

Lecture
Introduction to Public Health Genetics
(HUGEN 2049)

Lecture

Diet ¢ Exercise in
Chronic Disease Management
(HRS 2627)

Lecture
Statistical Genetics
(HUGEN 2080)

Lecture
Introduction to Public Health Genetics
(HUGEN 2049)

Lecture
Introduction to Public Health Genetics
(HUGEN 2049)

Two Lectures
Bioinformatic Resources for Geneticists
(HUGEN 2010)

Five Lectures
Genomic Data Processing and Structures
(HUGEN 2071)

Title

A Thrifty Variant in CREBRF
Strongly Influences BMI in Samoans

Conflict Resolution ¢ Difficult Conversations

Genetics ¢ Chronic Disease

Conflict Transformation ¢ Difficult Conversations

Conflict Transformation ¢ Difficult Conversations

Genetics ¢ Chronic Disease

Gene x Gene Interactions

Conflict Transformation ¢ Difficult Conversations

Conflict Transformation ¢ Difficult Conversations

Genetic Variant Servers; Comparative Genomics

Genomic Data Structures (PLINK, FASTQ, SAM, VCF)



Major Advisor on Master’s ¢ Doctoral Committees

Dates
2016-2019

2017-2021

2018-

2018-2020

2019-2022

2020-2022

2020-2021

2021-2022

2021-2022

2021-2022

2021-

Student
Emily M. Russell

Rehab A. Sherlala

Stephanie Mercurio

Jessica C. Tiner

Zeynep Erdogan-Yildirim

Frank R. Swann IV

Amber Olander

Kevin J. Anderson

Elizabeth A. Chiyka

Devin A. Dikec

Maleah E. Benn

Degree Program

Ph.D. Human Genetics

Ph.D. Human Genetics

M.S. Human Genetics

M.P.H. Human Genetics

Ph.D. Human Genetics

M.P.H. Human Genetics
M.S. Genetic Counseling

M.P.H. Human Genetics

M.S. Genome Bioinformatics

M.S. Genome Bioinformatics

M.S. Genome Bioinformatics

M.S. Genome Bioinformatics

Title

Discrepant effects of CREBRF on obe-
sity and metabolic phenotypes and sig-
nals of selection in Samoans

Disentangling the effects of body
size and genetics on insulin-like
growth factor-1 and its relationship to
mortality

Investigating the relationship between
rare BTNL9 variants with serum HDL
levels in a Samoan population

Utility of CREBRF genotype with BMI
in prediction of type 2 diabetes

Examining polycystic ovary syn-
drome and its relevant biomarkers in
Samoan women via machine learning-
based phenotyping and genome-wide
association studies

Attitudes towards and perceptions of
clinical genetic testing among Pacific
Islanders living in the United States
and U.S.-Affiliated Pacific Islands

Assessing genetic associations with de-
pressive features and body mass index
in Samoans

Inclusion of 48 Pacific Islanders
within a cosmopolitan reference
panel is sufficient for high accuracy
genotype imputation of Samoans

Evidence of genotype imputation dif-
ferences when phasing population iso-
late participants with a cosmopolitan
haplotype reference panel

Inclusion of custom markers does not
improve genotype imputation accu-
rate in a population isolate

TBD



Dates
2021-

2022-
2022-

2020-

Name of Student

Nauman Ahmad

Jordan A. Driscoll
Jaime M. Wehr

Carolyn R. Maxwell

Degree Program

M.S. Human Genetics

Title

Genome-wide association study of
stature loss in White Americans and

White Danish

M.S. Genome Bioinformatics TBD

M.S. Human Genetics

M.S. Genetic Counseling

Service on Master’s ¢ Doctoral Committees

Dates
2014-2016

2014-2015

2014-2016

2015-2016

2015-2016

2015-2016

2015-2018

Student

Seving Akgay

Enrique I. Velazquez

S. Amir Bahreini

Patricia Ann Shaw

Nicolette Walano

Sally A. Sherman

Ahmed M. Basudan

Degree Program

Ph.D. Human Genetics

Ph.D. Human Genetics

Ph.D. Human Genetics

M.S. Human Genetics

M.S. Genetic Counseling

Ph.D. Health ¢
Physical Fitness

Ph.D. Human Genetics

Genome-wide association studies of

type 2 diabetes in Samoans

TBD

Title

Molecular consequences of elastin
gene mutations in autosomal domi-
nant cutis laxa and supravalvular aor-
tic stenosis

Alternative to relational database in
personalized medicine: comparison of
NoSQL approaches for big data stor-
age using supercomputers

Identification of DNA sequence vari-
ants in the estrogen receptor pathway
in breast cancer

Non-invasive prenatal detection of
AF508 CFTR mutation status

Familial clustering of suicide and ma-
jor depressive disorder: an observa-
tional analysis

Energy expenditure in yoga versus
other forms of physical activity

Comprehensive molecular and clinico-
pathological characterization of breast
cancer metastasis: emphasis on inva-
sive lobular carcinoma



Dates

2016-2018

2016-2017

2016

2017-2019

2017

2017-2018

2018-2019

2018-2020

2018-2019

2018-2022

Name of Student
Brandon M. Blobner

Barbara L. Hopkins

Andrew K. Gaul

Celeste A. Shelton

Curtis M. Tilves

Emily J. Spoth

Zeynep Erdogan-Yildirim

Lacey W. Heinsberg

Rachel M. Sutton

Olivia M. D’Annibale

Degree Program

Ph.D. Human Genetics

Ph.D. Human Genetics

M.P.H. Health Policy
¢ Management

Ph.D. Human Genetics

M.S. Epidemiology

M.S. Genetic Counseling

M.S. Human Genetics

Ph.D. Nursing

M.S. Genetic Counseling

Ph.D. Human Genetics

Title

Conserved cysteines in the finger do-
main of the epithelial Na* channel a
and y subunits are proximal to the
dynamic finger-thumb domain inter-
face and the impact of low-frequency
variants on renal Na* transporters and
blood pressure

A PRDX1-FOXO3 signaling pathway
acts as a redox sensor controlling
FOXO3 subcellular localization and
target gene transactivation

Decision-making protocols for emer-
gency triage during mass casualty
incidents

Hereditary pancreatitis: a prototype
of chronic pancreatitis to characterize
variable genomic elements that impact
disease features and family dynamics

Association of lipopolysaccharide-
binding protein with increases in liver
fat in African ancestry men

Biomechanical properties of the skin
in arterial tortuosity syndrome

Functional investigation of ESRI fu-
sions identified in endocrine therapy
refractory estrogen receptor positive
breast cancer

Multi-omics of the iron homeosta-
sis pathway in patient outcomes
after  aneurysmal  subarachnoid
hemorrhage

Candidate gene study of familial pul-
monary fibrosis

Molecular  characterization  and

therapy of acyl-CoA dehydrogenase
deficiences



Dates
2019-2020

2020-2021

2020-2021

2020-2021

2021-

2021-2022

2021-2022

2021-2022

2021-

Name of Student

Jason C. Carson

Brittany T. Pantoni

Ramya J. Saravanan

Greg Procario

Gillian C. Goobie

Tianyu Zou

Samantha K. Pettersen

Henry B. Thorpe IV

Nathanial C. Riazzi

Degree Program

Ph.D. Human Genetics

M.P.H. Human Genetics

M.P.H. Human Genetics

M.S. Biostatistics

Ph.D. Human Genetics

Ph.D. Human Genetics

M.P.H. Human Genetics

M.S. Biostatistics

M.S. Epidemiology

Title

Enrichment for rare pathogenic and
highly damaging variants in congeni-
tal heart disease patients

The effects of risk alleles for gesta-
tional diabetes mellitus on type 2 dia-
betes mellitus in Samoan women

Genetic epidemiology of smoking be-
haviors in Samoans

Predicting body composition mea-
surements in Samoan adults with mul-
tivariate adaptive regression splines
and assessing the effect of a mis-
sense variant in CREBRF on body
composition

Environmental impacts on clinical
outcomes and the epigenome in pa-
tients with interstitial lung disease

Investigating the genetics of dental
caries incidence, development over
time, and variability

Medicine adherence in the Samoan
people: Investigation and intervention
recommendation

Multivariate analysis of blood pres-
sure traits in Samoans identifies
UTP25 and TSNARE]1

Candidate SNP and gene PheWAS
study of age-related physical decline



Service on Qualifying ¢ Comprehensive Examination Committees

Dates Served ~ Student Population

2014-
2014-
2015
2015
2017-
2018-
2019
2021-

Supervision of Post-Doctoral Associates, Residents, and Fellows

Dates
2016-2017

2017-2020

2017-2018

2019-2021

2019-2021

2021

2022~

21 Ph.D. Human Genetics Students
13 Ph.D. Human Genetics Students

Type of Exam
Qualifying

Comprehensive

1 Ph.D. Health & Physical Fitness Student
1 Ph.D. Health & Physical Fitness Student
2 M.S. Epidemiology Students

2 M.S. Human Genetics Students

1 Ph.D. Nursing Student

3 M.S. Genome Bioinformatics Students

Name

Adam J. Santanasto

Samantha L. Rosenthal

Jenna C. Carlson

Mohanraj Krishnan

Emily M. Russell

Jonathan M. Chernus

Lacey W. Heinsberg

Position

Postdoctoral Associate

Postdoctoral Associate

Postdoctoral Associate

Postdoctoral Associate

Postdoctoral Associate

Teaching Fellow

Postdoctoral Associate

Comprehensive
Overview
Comprehensive
Qualifying
Overview

Comprehensive

PI.: Joseph M. Zmuda, Ph.D.
Department of Epidemiology
University of Pittsburgh

PI.: Zsolt Urban, Ph.D.
Department of Human Genetics
University of Pittsburgh

PI.: Ryan L. Minster, Ph.D., M.S.L.S.
Department of Human Genetics
University of Pittsburgh

PI.: Ryan L. Minster, Ph.D., M.S.L.S.
Department of Human Genetics
University of Pittsburgh

PI.: Ryan L. Minster, Ph.D., M.S.I.S.
Department of Human Genetics
University of Pittsburgh

Department of Human Genetics
University of Pittsburgh

PI.: Daniel E. Weeks, Ph.D.
Department of Human Genetics
University of Pittsburgh



Mentoring of Graduate Students

Dates
2006-2008

2008-2010

2011-2012

2011-2014

2012-2014

2014-2015

2015-2017

2016-2018

2018-2020

2019-2019

Name of Student

Jessica A. Figgins

Lauren C. Burns

Seving Akgay

Jatinder Singh

Olive D. Buhule

Jerome Lin

Kimberly Jacoby

Brandon Michael Blobner

Jerry Z. Zhang

Haoyi Fu

Degree | Program Description

M.S. Genetic Counseling
Supervision of Thesis Project

M.S. Genetic Counseling
Supervision of Thesis Project

M.S. Human Genetics
Supervision of Thesis Project

Ph.D. Human Genetics
Supervision of Graduate
Student Research

Ph.D. Biostatistics
Supervision of Graduate
Student Research

Ph.D. Human Genetics
Supervision of Graduate
Student Research

Ph.D. Human Genetics
Supervision of Graduate
Student Research

Ph.D. Human Genetics
Supervision of Graduate
Student Research

Ph.D. Biostatistics
Supervision of Graduate
Student Research

Ph.D. Biostatistics
Supervision of Graduate
Student Research

PI.: M. Ilyas Kamboh, Ph.D.
Department of Human Genetics
University of Pittsburgh

PI.: M. Ilyas Kamboh, Ph.D.
Department of Human Genetics
University of Pittsburgh

PI.: Candace M. Kammerer, Ph.D.
Department of Human Genetics
University of Pittsburgh

PI.: Candace M. Kammerer, Ph.D.
Department of Human Genetics
University of Pittsburgh

PI.: Daniel E. Weeks, Ph.D.

Departments of Human Genetics
¢ Biostatistics

University of Pittsburgh

PI.: Daniel E. Weeks, Ph.D.

Departments of Human Genetics
¢ Biostatistics

University of Pittsburgh

PI.: Candace M. Kammerer, Ph.D.
Department of Human Genetics
University of Pittsburgh

PI.: Thomas R. Kleyman, M.D.
Department of Human Genetics
University of Pittsburgh

PI.: Daniel E. Weeks, Ph.D.

Departments of Human Genetics
¢ Biostatistics

University of Pittsburgh

PI.: Daniel E. Weeks, Ph.D.

Departments of Human Genetics
¢ Biostatistics

University of Pittsburgh



Dates
2019-2020

2020-

2021

2022-

Name of Student

Chenao Qian

Shuwei Liu

Jingheng Chen

Kit Church

Degree | Program Description

M.S. Biostatistics
Supervision of Thesis Project
Research

Ph.D. Human Genetics
Supervision of Graduate
Student Research

M.P.H. Human Genetics
Supervision of Graduate
Student Rotation

M.P.H. Human Genetics
Supervision of Graduate
Student Research

PI.: Daniel E. Weeks, Ph.D.

Departments of Human Genetics
¢ Biostatistics

University of Pittsburgh

PI.: Daniel E. Weeks, Ph.D.

Departments of Human Genetics
¢ Biostatistics

University of Pittsburgh

PI.: Ryan L. Minster, Ph.D., M.S.L.S.
Department of Human Genetics
University of Pittsburgh

PI.: Ryan L. Minster, Ph.D., M.S.L.S.
Department of Human Genetics
University of Pittsburgh



PROFESSIONAL ACTIVITIES — RESEARCH & TRAINING

Grants ¢ Contracts Received — Principal Investigator

Dates

07/2016-06/2021
Not Funded

04/2017-03/2022
Funded

09/2020-08/2021
Funded

06/2022-05/2023
Funded

04/2023-03/2027
Submitted

Grant and/or Contract Number ¢ Title

RO1HL133040

Next generation association studies of
adiposity in Samoans enhanced by a
Samoan-specific whole genome sequence
reference panel

RO1HL133040 resubmission

Next generation association studies of
adiposity in Samoans enhanced by a
Samoan-specific whole genome sequence
reference panel

RO1HL133040 admin suppl

Examining genetic literacy and capacity
for engagement in genetic research
among Pacific Islanders

Pacific Islander participation in
genomic research

RO1HL133040 renewal
Lipidomics and structural genomics
of cardiometabolic health in Samoan adults

Grants & Contracts Received — Co-Investigator

06/2014-05/2019
Funded

04/2016-03/2021
Not Funded

07/2016-04/2020
Funded

09/2014-05/2019
Funded

U01AG023744
Long Life Family Study:
University of Pittsburgh Field Center

P30DK106953
Nutrition and Obesity Research Center
(NORC)

RO1HL093093

Integrated cellular, mouse and human
research on a novel missense variant
influencing adiposity in Samoans

ROIMH103313
Melanopsin photosensitivity and
psychopathology

Source

NIH
NHLBI

NIH
NHLBI

NIH
NHLBI

Pitt
CTSI

NIH
NHLBI

NIH

NIA

NIH
NIDDK

NIH
NHLBI

NIH
NIMH

Direct Costs
$2,265,798

$2,265,798

$149,656

$30,000

$3,755,209

$16,213

$164,288

$11,426

Effort
30%

30%

10%

30%

10%

Y1: 5%
Y2:10%
Y3:10%
Y4:10%

Y4: 5%
Y5: 5%



Dates

02/2018-01/2022
Funded

09/2017-08/2021
Not Funded

09/2017-08/2022
Funded

07/2019-05/2024
Not Funded

11/2019-05/2020
Not Funded

04/2020-03/2025
Not Funded

07/2020-06/2024
Not Funded

03/2021-02/2026
Funded

04/2021-03/2026
Not Funded

04/2021-03/2026
Not Funded

Grant and/or Contract Number ¢ Title

RO1HL140570

Impact of the obesity-risk CREBRF
p-R457Q variant on energy expenditure,
intake, and substrate utilization

in Samoans

X01HL139395

Methylomics, metabolomics and whole
genome sequences for Samoan cardio-
metabolic phenotypes: data acquisition
for integrated analyses and discovery

U54HL141011
SickleGenAfrica: Sickle Cell Disease
Genomics Network of Africa

RO1HD099287

The impact of CREBRF on growth, body
composition, and cardiometabolic disease
risk development among Samoan children

Biomedical Modeling Pilot Award
Generation of informative measures of
cardiometabolic disease risk via

body composition patterns in Samoans

RO1HD099287 resubmission

The impact of CREBRF on growth, body
composition, and cardiometabolic disease
risk development among Samoan children

RO1IMDO015264
Genetics of African-ancestry pancreatitis
patients

RO1AG067533
Cognitive resilience among older Samoans

RO1HL093093 renewal
Biological and behavioral determinants of
cardiovascular disease risk among Samoans

RO1HL158075
Therapeutic targets in acute chest syndrome

Source

NIH
NHLBI

NIH
NHLBI

NIH
NHLBI

NIH
NICHD

CTSI

NIH
NICHD

NIH
NIMHD

NIH
NIA

NIH
NHLBI

NIH
NHLBI

Direct Costs
$82,190

$0

$261,553

$430,773

$19,081

$430,773

$112,760

$873,208

$100,835

Effort

Y1:5%
Y2: 5%
Y3:10%
Y4: 10%

0%

10%

10%

0%

10%

5%

5%

10%

15%



Dates Grant and/or Contract Number & Title Source  Direct Costs Effort

09/2021-08/2025 RO1 NIH $442,542 10%
Not Funded The pregnancy stress test: application of
‘omics to interrogate the placenta as a
window to future cardiovascular health

09/2021-08/2026 RO1HL093093 renewal resubmission NIH $873,208 10%
Not Funded Biological and behavioral determinants of =~ NHLBI
cardiovascular disease risk among Samoans

12/2021-11/2026 RO1HL158075 resubmission NIH $100,585
Funded Therapeutic targets in acute chest syndrome NHLBI

Invited Lectureships ¢ Major Seminars
Dates Title Venue & Location

Aug 31,2012 Pleiotropic Relationships among Measures Human Genetics Seminar Series
of Bone Mineral Density, Bone Geometry, ~Department of Human Genetics
Lean Mass ¢ Fat Mass Graduate School of Public Health
University of Pittsburgh, Pittsburgh, Pennsylvania

Nov 7,2015  Genetics of Obesity 2015 International Society of Nurses
in Genetics World Congress
Pittsburgh, Pennsylvania

Feb 19,2016 A Major Locus for Obesity in Samoans Human Genetics Seminar Series
Department of Human Genetics
Graduate School of Public Health
University of Pittsburgh, Pittsburgh, Pennsylvania

Mar 31,2016 Genetic Epidemiology of Obesity and Epidemiology Seminar Series
Related Phenotypes in Samoans Department of Epidemiology
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